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Down-regulation Effect of TGF-B, on Expression of VEGF in Bladder Cancer Cell Line LIU Jing, LI Kang, QIU
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Hospital , Chengdu 610072, China

[Abstract] Objective  To explore the down-regulation effect of transforming growth factor-8; (TGF-8;) on
the expression of vascular endothelial growth factor (VEGF) in bladder cancer cell line EJ cell strain. Methods
The siRNA expression vectors of TGF-, gene were constructed, the highest inhibition target sequence was screened
and selected by Real time-PCR and ELISA, and then the vectors were transfected into EJ cells, the expression level
of VEGF mRNA was detected by Real time-PCR. Results TGF-8, targeting expression vectors were successfully
constructed, Real time-PCR and ELISA screened the highest inhibition target sequence (the lowest expression level
of TGF-3; mRNA was 0. 92 0. 19; ELISA result was 50. 08 = 5. 85). The relative expression level of VEGF
mRNA in TGF-8, siRNA group was the lowest, indicating that the expression of VEGF was decreased by silencing
TGF-B, gene. Conclusion Inhibition of TGF-§, gene expression could down regulate the expression of VEGF in
bladder neoplasm.
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Table 1 Sequence of three TGF-f; siRNA

Gene Sequence
TGF-:-1 5'-GATCCCTGCTCAGTGACAGCAGATTT CAAGACGT CTTT GCT GTCACA AGAGCAGTTTTTTGTCGACA-3'
3'-GGACGAGAACACTGTCGTTTCTAAGTTCTGCAGTACGA CAGTGTTCTCGTCGAATCAGCTGTTCGA-5'
TGF-p1-2 5'-CATGGATTCAGCTAAACGGGGCCGGATG CAAACCTT CA ACACTGTGGTGCTGAAGTGCCCCGGAAAAG-3'
3'-GGAAGTCGAGGTGTCTCTTCTTAAGTTCTGCAAGAAGA GACACCTCGACTTCAAAACTGCCGGTAGT-5'
TGF-p:-3 5'-GGCCCTGCCCCTACATTTGGAGACTTCATAAGGCGCATGCT TCAAGACGGATACCTGTCCTAAGTAT-3'
3'-CCGGGACGGGGATGTAAACCTCTGAA GTATTCCGC GTA C GAAGTTCTGCCTATGGACAGTAATGCGG-5'
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Table 2 Sequence of primers

. . Product
Gene Primers

size (bp)
VEGF Forward 5'-ATGAACTTTCTGCTGTCTTGG-3’ 86
Reverse 3'-TCACCGCCTCGGCTTGTCACA-5'
Bractin Forward 5'- GATTGGAATCTGGCTACT-3' 73

Reverse 5'-TAGGGCTGAAGACAGGG-3'
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Table 3 mRNA and protein expressions of TGF-f,

Group n mRNA (2 25Ct) Protein (pg/mlL)

EJ 8 3.4240.27 130.12+16. 84
Lip 8 3.274+0. 34 121.12413.56
A 8 1. 0640, 12% = 57.96+7. 567 K=
B 8 1.28+0. 35% *-= 64.28+9.39% *-#
C 8 0.9240. 19%H ** 50. 08+ 5. 85w k%
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